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ABSTRACT 
 

The emergence of Novel Coronavirus (2019-nCoV) in the Wuhan City of China and its rapid shedding 
among countries, which reminded the history of Severe Acute Respiratory Syndrome (SARS) happened 
almost two decades ago. However, the genome sequence of 2019-nCoV shared within few days of  
outbreak shows the better response of China and the world against the virus, perhaps due to the  
availability of advanced technology and lesson learned from previous epidemics. The researchers trying 
to determine the virulence, pathogenicity and transmission of 2019-nCoV. It is believed that disease  
reporting and data sharing about the emerged Coronavirus with international researchers are important 
steps to reduce the spread of the virus to the rest of the world. This report is aimed to understand the 
current status of the 2019-nCoV, problems related to it and possible measures for prevention. The  
infection may spread through wildlife and asymptomatic patients. People in underdeveloped countries 
having no basic facilities are at higher risk. Ban on wildlife trade and avoiding unnecessary traveling for 
a certain period is required to minimize the spread of the disease. The use of face masks, keeping away 
from the public gathering are other possible means of precautions, capacity building of health workers 
and provided relevant facilities (equipment, kits, etc.) to underdeveloped countries will further help to 
contain the pandemic. In the current scenario, it is concluded that 2019-nCoV is spreading irrespective 
of the borders and become pandemic. Extensive research is a cry of the day to contain the virus and 
curtail human losses. 
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INTRODUCTION 

Coronaviruses (CoVs) are a single positive-stranded 
RNA virus belonging to family Coronavirinae. CoVs 
are the largest RNA virus having a 26-32 kilo bases 
genome1,2. Previously CoVs were reported with six 
strains and were categorized in low (OC43, 229E, 
NL63, and HKU) and highly pathogenic (SARS and 
Middle East Respiratory Syndrome (MERS) CoVs. 
Low pathogenic CoVs are responsible for mild  
respiratory tract infections whereas highly pathogenic 
CoVs mostly target lower respiratory tract leading to 
severe and fatal pneumonia2,3. SARs-CoV developed 
in 2002-2003, infected approximately 8,000  
individuals with 9.6% mortality,4 whereas MERS-CoV 
infected 2,500 people with 34.4% mortality since 
20125. 
History of Outbreaks 
In mid of December 2019, various cases reported 
causing SARS like illness with unknown etiology in 
Wuhan city, Hubei province of China6. In the  
beginning, pneumonia like symptoms appeared  
followed by acute respiratory syndrome and other  
serious situations. On January 7, 2020, the pathogen 
collected through a throat swab was identified as 2019

-nCoV by World Health Organization (WHO) 7. 
General Characteristic  
The 2019-nCoV is highly infectious having a survival 
time of about 2 hours in the air and incubation period 
from 4 to 8 days. The main source of infection is  
asymptomatic patient period and primary individuals. 
All age individuals are equally prone to infections7,8. 
Till now, the major route of transmission is respiratory 
droplets. Vertical transmission is another plausible 
way of transmission as a newborn baby of 30 hours 
old was confirmed with COVID-19 infection in Wuhan 
Children's Hospital9. Besides, contact with the ocular 
surface, contaminated infectious body fluids and  
droplets are the means of disease spreading amongst 
the population10. 
Possible Transmission 
From the initial investigation, cases of COVID-19  
infections were linked to Wuhan’s Huanan seafood 
wholesale market as most of the patients were living 
around or working at the market and were trading  
varieties of live animals such as snakes, bamboo rats, 
marmots, raccoons, bats and poultry7. The  
phylogenetic analysis revealed that 2019-nCoV  
genome is linked with SARS spread by a bat11,12. 
However, the definitive host is unknown but likely  
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similar to that of SARS and MERS-CoV between bats 
and humans. Furthermore, pangolins are also  
suspected intermediate hosts for COVID-19 infection9. 
Various reports show animals to human and human to 
human transmission. Human to human transmission 
was confirmed by the infection of health care workers 
who were in close contact with infected persons in 
Wuhan hospital13. A report from China revealed that 
15 health care workers were infected with  
COVID-1914. 
The genomic sequences of nCoVs show greater than 
99.9% sequence similarity to each other indicating a 
single source origin15,16. However, the probability of 
mutations is high after its transmission from one  
person to another.  
Current Status 
Till March 11, 2020, about 109,577 cases were  
confirmed in 104 different countries of the world in 
which 73.8% cases (n = 80,904) and 3,123 deaths 
were reported from China. In the rest of the countries, 
28,673 confirmed cases have been reported with 
3,948 deaths. Three new countries including Albania, 
Bangladesh and Paraguay reported their first cases of 
2019-nCoV. The outbreak of 2019-nCoV is also  
reported in the Republic of Korea (7,382 cases and 51 
deaths), Italy (7,375 cases and 366 deaths) and Iran 
(6,566 cases and 194 deaths) having a mortality rate 
of 0.69%, 4.96%, and 2.95%, respectively. 
A total of six cases has been reported in Pakistan and 
is estimated that reported cases in Pakistan are  
imported from Iran17. On February 27, 2020, two 
cases were confirmed, one from Islamabad and other 
in Karachi. A female patient from Gilgit Baltistan was 
also confirmed with COVID-19 and her history shows 
traveling to Iran in past week. Unofficial news from 
health authorities reported nine new cases in Pakistan 
till March 10, 2020, in which majority cases identified 
from populated and industrial region, Karachi. 
Clinical Manifestation 
The symptoms of the disease reported are myalgia, 
dry cough, fatigue, and fever. Few patients were also 
noted with hypoxemia and dyspnea, which further 
leads to respiratory distress, septic shock, coagulation 
dysfunction and metabolic acidosis8,11. 
Diagnosis and Treatment 
Specific serological and rapid immunochromatography 
tests are yet not available, therefore, diagnosis is 
based on clinical features and epidemiological risks 
along with chest computerized tomography (CT)11,18. 
Moreover, patients' close contact history with  
suspected or confirmed patient(s) of COVID-19 or 
traveling history to Wuhan city in the past few days is 
suspected. Besides, patients with fever or respiratory 
issues between the incubation period can be  
suspected. Suspected cases can be confirmed by real

-time polymerase chain reactions (RT-PCR) from  
serum and/or specimen of the respiratory tract16. 
No specific treatment is available for the COVID-19 
however, HIV-protease inhibitors are effective to some 
extent as 2019-nCoV may have similar functional  
proteins like in HIV (RNA virus) 19. 
Control and Prevention 
The Rapid and efficient identification of a 2019-nCoV 
by China prevented the world from severe pandemic. 
The Chinese scientist reported the genetic sequence 
of 2019-nCoV within 14 days after a cluster of cases 
received by the hospital on 27th December 201920. 
The quick response by China shows its scientific 
strength and advancement in public health21.  
However, this COVID-19 spread rapidly through  
infected patients who travel inside China and  
worldwide. Joint global efforts are required to control 
and prevent the transmission of 2019-nCoV. The  
Chinese government took extra-ordinary precaution-
ary measures to halt transmission including travel  
restrictions, which decreased new cases inside the 
country22. 
Issues related to2019-nCoV and their possible  
solutions 
The outbreak was suspected having an association 
with bats, snakes and wild animals trade market. For a 
quick outcome, a ban on wild animal trade must be 
imposed temporarily while for long-lasting effects,  
policymakers of public health experts need to regulate 
wild animal trade and its consumption23. 
The asymptomatic patients have similar viral load like 
symptomatic individuals, which further transmit  
disease among healthy community making the COVID
-19 more challenging than other diseases22.  
Immunocompetent patients like adults spread 2019-
nCoV more than immunocompromised due to mild 
and asymptomatic nature24. Furthermore, the highest 
risk period of viral shedding begins during mild  
symptoms and studies reported asymptomatic  
transmission25,26. This mask killer needs to be  
diagnosed in early stages for which early detection 
diagnostic kits are required to reduce the infection. 
Open borders among different countries may increase 
the chances of a pandemic. It is necessary to close 
the borders for any type of trade and public movement 
till the end of the epidemic; otherwise, it may lead to 
pandemic through various routes including airports. 
The threats can be reduced by decrease traveling to 
the regions with elevated risk. Airlines should be  
suspended till the end of the outbreak and local 
screening systems should be arranged at airports as 
recommended by WHO27. 
The developing countries having poor lifestyles, weak 
health settings and inefficient diagnostic capability 
may be more prone to severe epidemics22. In the 
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emerging scenario, it is urged to focus on  
underdeveloped countries including the African  
regions, where even basic facilities do not exist. 
Therefore, WHO and local health organizations need 
to provide the basic equipment in such regions to  
prevent and control the virus before any disaster at 
the global level. 
Corona virus is a respiratory virus; therefore, a  
surgical face mask is a primary protective component 
in the personnel protective equipment. Face masks 
are the important elements in health care settings and 
also recommended for a person having an infection or 
taking care of the infected person in the community. 
Moreover, proper hand washing is also among the 
important precautionary measures. Personnel hygiene 
and sanitation facilities can reduce the risk in an  
individual as well as in population. 
Person to person transmission is already reported by 
various studies; hence, it is required to contact with 
clinicians after symptoms become appeared. In the 
other case, patients should be isolated inside their 
houses.  
The 2019-nCoV has similar phylogenetic lineage like 
SARS and MERS however, no specific laboratory test 
has been designed for detection of 2019-nCoVexcept 
the only option of real-time PCR. Therefore, the rapid 
identification of 2019-nCoV at the molecular level is 
recommended. Besides, risk assessment, develop-
ment of diagnostics kits, effective vaccines and  
treatment against 2019-nCoV are the demands of the 
current situation.  
The health care facilities in developing regions of 
China and the rest of the world should be checked 
properly and timely. Further spread of 2019-nCoV can 
be reduced by avoiding traveling to high-risk areas, 
contact with suspected patients of COVID-19 and  
reduced consumption of raw meat and meat  
products28. 
The development of isolated health care settings on 
an emergency basis is required in each elevated risk 
area, which needs financial support. The Chinese  
government released ¥1 billion funds to control the 
further spread and is used to facilitate the newly  
constructed hospitals for the COVID-19 outbreak29. 
More funds will be required for hospitals to increase 
health facilities for patients as well as health care  
providers throughout the world. 

CONCLUSION & RECOMMENDATIONS 

It is concluded that China and the rest of the world is 
facing a newly emerging enemy in the form of 2019-
nCoV. The COVID-19 cases and its mortality little  
decreased in China but still continuously spreading 
and cases are increasing day by day throughout the 
world. Every individual in the world is at high risk and 

nobody is safe. The people look panic but victory is 
not far against COVID-19. 
It is necessary to modify our public health  
organizations in sense of detection, diagnosis, and 
treatment to avoid the spreading of 2019-nCoV.  
Globally and regionally, it is the collective  
responsibility of all stakeholders to develop guidelines 
and create awareness across the globe to avoid  
further spread of the virus. A collaborative future  
action plan is proposed under the umbrella of WHO to 
bring together all health care organizations and come 
up with an emergency action plan against the unseen 
enemy (2019-nCoV). In addition, more data regarding 
the virus transmissibility and pathogenicity is required 
at a molecular level. It is also necessary to develop 
anti-coronaviral drugs and vaccines on urgent bases. 
Awareness among the communities and strengthening 
the public safety protocol are crucial on emergency 
base for control of the 2019-nCoV transmission.  
Moreover, COVID-19 infection is recoverable but the 
virus needs to be contained. The collaboration among 
scientists across the world would be helpful to plan 
additional strategies to prevent the current outbreak 
and curtail future epidemics in the world.  
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